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PAG XVI Aquaculture Workshop Report, January 10‐11, 2009 

Prepared by Dr. Krista Nichols 
 
The 2009 NRSP8 Aquaculture Genome Workshop was held in conjunction with the International Plant and 
Animal Genome XVI Conference in San Diego, CA.  Yniv Palti of the USDA/ARS National Center for Cool and 
Cold Water Aquaculture served as the Program Chair and Krista Nichols, Purdue University, served as the 
Aquaculture NRSP8 secretary and Program Chair‐Elect. The attendance were well over 100 during the course 
of the workshop, with 76 participants signed in from 9 countries; USA, Belgium, Taiwan, Canada, Italy, France, 
Ireland, Netherlands, and Japan. 
 
The NRSP8 Aquaculture Executive Committee received 15 applications for the $1000 Travel Awards. Twelve of 
the applicants were students or postdocs from US institutions and three were international applicants.  This 
year we were able to give travel awards to all applicants.  The number of applications from students declined 
this year (n = 15) from the number received last year (n = 21).  All of the student and post‐doc presentations 
were of high quality research in genomics, and it was clear from these and all other presentations that 
Aquaculture genomics research is advancing at a rapid pace. 
 
Two plenary speakers were invited to the 2009 Aquaculture Workshop – Dr. Curt VanTassell, BARC, ARS, 
USDA, and Dr. Carlos Bustamante, Cornell University.  On Saturday morning, Dr. VanTassell spoke about the 
merits of genome‐wide selection in cattle, and the advantage of this method over selection based on a few 
identified QTL.  On Sunday morning, Dr. Carlos Bustamante spoke about genome‐wide association (GWA) 
mapping in dogs and human populations, and stressed the importance of controlling for population 
substructure in GWA studies.  The Saturday morning and early afternoon sessions of contributed speakers 
were focused on the development of tools for aquaculture genomics, and it was apparent that for many 
species great strides have been made in EST sequencing, physical map construction, and SNP assays.  The 
Saturday late afternoon and Sunday morning sessions of contributed talks were focused on functional 
genomics in aquaculture species, including functional characterization of candidate genes, QTL, gene 
expression of important growth, developmental, survival, and disease resistance traits in aquaculture species, 
as well as the identification of microRNAs in rainbow trout.  In total, 23 contributed presentations were given 
during the Saturday and Sunday morning sessions.  In addition to functional genomics talks on Saturday 
afternoon, one talk was given about the marine genomics resources available through Clemson University’s 
Genomic Institute.  An additional presentation was given by Dr. Jeff Silverstein, USDA National Program Leader 
for Aquaculture, who introduced a short presentation given by Diane Bellis of AgSource.  Both were promoting 
the need for genomics research in alternative food development for the aquaculture species.    
 
On Sunday morning the species progress reports were presented, and are detailed in the annual report. 
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2009 Aquaculture Workshop Participants 

Name 
First 
Name Affiliation Email 

Abernathy Jason Auburn University abernjw@auburn.edu 

Aoki Takashi Tokyo University aoki@koiyodai.ac.jp 

Arizs  Renee USDA-ARS renee.arizs@ars.usda.gov 

Baerwald Melinda UC Davis mrbaerwald@ucdavis.edu 

Bagnato Alessandro University of Milan, Italy alessandro.bagnato@unimi.it 

Bellis Diane United Soybean Board dbellis@agsourceinc.com 

Benzie John Moana Technologies LLC jlbenzie@ucc.ie 

Bert Oosthuyse Devgen NV berto@devgen.com 

Bowman Sharen Dalhousie University sbowman@genomeatlantic.ca 

Chatakondi Cecilia WVU-/ARS-USDA nchatakondi@gmail.com 
DeKoning Nagaraj Eagle Aquaculture dekoning@vancouver.wsu.edu 

Du    Zhi-Qiang Iowa State University zhqdu@iastate.edu 

Dumpala Jenefer WSU, Vancouver pdumpala@cum.mstate.edu 

Ficklin  Pradeep Mississippi State University ficklin@clemson.edu 

Fleury Elodie IFREMER Brest dfleury@ifremer.fr 

Gao Lu Iowa State University lgao@iastate.edu 

Garvin Michael Univ. Alaska, Fairbanks ftmrge@uaf.edu 

Genet Carine INRA canime.genet@jouy.imna.jn 
Gorbach Danielle Iowa State University dmbowen@iastate.edu 

Guo Ximing Rutgers xguo@hsrl.rutgers.edu 

Hedgecock Dennis University of Southern California dhedge@usc.edu 

Hirono Ikuo Toyko Univ. Marine Science & Technology hitono@lacaiyodaiac.ip 

Hong Liu Auburn University lzhooo3@auburn.edu 

Hubert Sophie Genome Atlantic shubert@genoneatlantic.ca 

Huang Shiao-Wen National Taiwan University H220500zkimo@yahoo.com.tw 

Hulbert Yanliang Auburn University yzjooo1@auburn.edu 

Jannink  Jean-Luc USDA, ARS jeanluc.jannink@ars-usda.gov 

Jiang Yanliang Auburn University yzjooo1@auburn.edu 

Johnson Eric Flora Gen Ex Intl eric@floragenex.com 

Jieying Li Simon Fraser University jyl11@skf.ca 

Kent  Matthew Cigene matthew.peter.kent@umb.no 

King Shelley Genome Atlantic sking@genomeatlantic.ca 

Koop  Ben University of Victoria bkoop@uvin.ca 

Koyama Takashi Tokyo University of Marine Science and Technology Takashi_k1201@hotmail.com 

Lawley Cindy Illumina ctaylor@illumina.com 

Leong Jong University of Victoria myosuike@uvic.com 

Liu John Auburn University liuzhan@auburn.edu 

Li  Li  Institute of Oceanology lili@ms.qdvo.ac.ca 

Groth-
Malonek Milena KWS AG/Planta mgroth-malonek@kws.com 

Megers H.J. Waganmgen University hendzih-jan.megen@wur.nl 

Meulien Pierre Genome British Columbia pmeulien@genomebc.ca 

Nichols Krista Purdue University kmnichols@purdue.edu 

Nimichian Patricia Auburn University nimipa@auburn.edu 

Ogden Rob Tepnell Research rogden@tepnelscientific.com 

Palti Yniv ARS-USDA yhiv.palti@ars.usda.gov 

Peterson Jessica UC Davis jlpeterson@ucdavis.edu 

Phillips Ruth Washington State University - Vancouver phillipsr@vancouver.wsu.edu 

Quiniou Sylvie USDA-ARS sylvie.quiniou@ars.usda.gov 

Qureshi  M HSDA/CSREES mqnreshi@csrees.usda.gov 

Rexroad Caird USDA-ARS caird.rexroadiii@ars.usda.gov 
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Rise Marlies Genome Atlantic/Memorial University marliesr@mun.ca 

Rise Matthew Memorial University mrise@mun.ca 

Rothscheld Max Iowa State University mfrothsc@iastate.edu 

Salem Mohamed West Virginia University mosalem@mail.wvu.edu 

Saski Chris Clemson University saski@clemson.edu 

Segers Bart Nunhems Netherlands b.segers@nunhems.com 

Silverstein Jeff USDA_ARS jeff.silverstein@ars.usda.gov 

Skjervold Per Olav Ewos Innovation per.olav.skjervold@ewos.com 

Staton Margaret Clemson University stanton2@clemson.edu 

Takano Tomokazu Tokyo University of Marine Science and Technology takano5320@hotmail.com 

Taylor  Randy Baylor randy.taylor@baylorscis.com 

Tran Kathy Life Technologies kathy.tran@appliesbiosystems.com 

Velosa  Artur College of Charleston abveloso @gmail.com 

Waldbieser Geoff USDA-ARS geoff.waldbieser@ars.usda.gov 

Wang Han-ping Ohio State University wang900@ag.osu.edu 

Wang Shaolin Auburn University wangsha@auburn.edu 

Warren Acacia Environmental Genomics aaleivar@yahoo.com 

Wilson Rick United Soybean Board rfwilson@mindspring.com 

Wong Andrew University of California - Davis andwong@ucdavis.edu 

Yao Jianbo West Virginia University jianbo.yao@mail.wvu.edu 

Yu Haiyang Rutgers University haiyang@hsrl.rutgers.edu 

Yiu  Hong Rutgers University hongyu@hsrl.rutgers.edu 

Yongping Wang Rutgers University wang@hsrl@ruthgers.edu 

Zhang Liusuo Rutgers University lzhang@hsrl.rutgers.edu 

Zhang Yang Texas A&M University yangzhang@tamu.edu 

 


